
0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1
0

10

20

30

40

50

60

70

80
TRE50 (sequence average) − LR (8)

thresholds

 

 
 SCM  [48.23]
 ASLA  [47.46]
 LSK  [43.33]
 L1APG  [40.79]
 STRUCK  [39.91]
 MTT  [37.54]
 OAB  [36.17]
 TLD  [34.76]
 LSS  [33.32]
 CXT  [32.18]


