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TRE50 (sequence average) − IPR (29)

thresholds

 

 
 STRUCK  [43.68]
 LSK  [37.77]
 CXT  [37.76]
 CSK  [36.68]
 SCM  [36.36]
 ASLA  [36.30]
 OAB  [36.14]
 VTD  [35.61]
 VTS  [35.44]
 MTT  [35.33]


