
0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1
0

10

20

30

40

50

60

70

80
TRE100 (sequence average) − LR (9)

thresholds

 

 
 SCM  [49.74]
 ASLA  [49.47]
 LSK  [43.31]
 L1APG  [41.00]
 STRUCK  [38.99]
 MTT  [38.50]
 LSS  [36.86]
 TLD  [36.24]
 CXT  [36.21]
 OAB  [35.73]


